Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.007 Å; R factor = 0.046; wR factor = 0.104; data-to-parameter ratio = 17.7.
Related literature

Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.626, T max = 0.645 8415 measured reflections 4044 independent reflections 3433 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.046 wR(F 2 ) = 0.104 S = 1.06 4044 reflections 229 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.57 e Å À3 Á min = À0.41 e Å À3 Table 1 Selected geometric parameters (Å , ).
C18-Sn1 2.095 (5) Hydrogen-bond geometry (Å , ). Dichlorido[(Z)-4-(2,6-diisopropylanilino)pent-3-en-2-one]dimethyltin(IV) C. Rat, C. Comsa and C. Silvestru
Comment
In our attempts to prepare compounds of type Me 2 R' 2 Sn, where R' = ketinimate ligand, starting from RLi and Me 2 SnCl 2 , accidental hydrolysis of the lithium derivative lead to the formation of the title complex. A rational preparation of the complex was acomplished later starting from R'H and Me 2 SnCl 2 .
In the structure of the title compound the geometry around the tin can be described as distorted trigonal bipyramidal, with the Cl(2) and O(1) atoms occupying the axial positions ( Fig. 1 ). The equatorial plane is formed by the two methyl carbon atoms C(18) and C(19) and the Cl(1) atom.
A weak intramolecular hydrogen bond exist between the hydrogen atom bonded to nitrogen and the oxygen atom (Table  2 ). There are additional weak C-H···Cl interactions ( Table 2) .
Experimental
A solution of Me 2 SnCl 2 in Et 2 O (0.84 g, 3.82 mmol) was added to a stirred solution of (Z)-4-[(2,6diisopropylphenyl)amino]pent-3-en-2-one (1 g, 3.85 mmol) in 50 ml Et 2 O resulting in a clear red-brown solution. The reaction mixture was stirred for 24 h and than the solvent was removed under reduced presure to give the title compound The C-H H atoms were placed in calculated positions (methyl H atoms allowed to rotate but not to tip) with U iso (H) = 1.2U eq (C) (1.5 for methyl H atoms). The N-H H atom was located in a difference map and its position was refined with istotropic displacement parameters with a restrained N-H distance of 0.86 Å. Fig. 1 . Crystal structure of the title compound with labelling and displacement ellipsoids drawn at 30% probability level. Hydrogen atoms, except that bonded to nitrogen, were omitted for clarity. Intramolecular hydrogen bonding is shown as a dashed line. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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